Key indicators: single-crystal X-ray study; T = 173 K; mean (C-C) = 0.006 Å; R factor = 0.059; wR factor = 0.200; data-to-parameter ratio = 13.6.
In the title compound, C 21 H 14 ClNO 2 S, the dihedral angle between the benzothiazole and diphenyl methanone groups is 68.6 (2) . The crystal structure consists of dimeric units generated by C-HÁ Á ÁN bonds, further linked by C-HÁ Á ÁO bonds and C-HÁ Á Á andinteractions [centroid-centroiddistance = 3.856 (2) Å ], which lead to a criss-cross assembly parallel to (001). Table 1 Hydrogen-bond geometry (Å , ).
Related literature
Cg1 is the centroid of the S1/C1/C6/N1/C7 ring. The molecule adopts a conformation with a 68.6 (2)° dihedral angle between the planes of the benzothiazole and diphenyl methanone groups (Fig. 1) . The weak C-H···N hydrogen bonds (Table 1, 1st entry) form dimeric units ( Fig. 2a ), in turn linked by the C-H···O ones (Table 1, 2nd entry) into planar arrays parallel to (001). This 2D structure is reinforced by a C-H···π bond involving the five-membered ring S1/C1/C6/N1/C7 (centroid Cg1) (Table 1, third entry) and a π···π bond between the C10-C14 six-membered ring (centroid Cg2) and the C16-C21 six-membered ring (centroid Cg3), viz., Cg2···Cg3 i , (i): 1/2 + x, 1/2 -y, -z, with an intercentroid distance of 3.856 (2) Å, all these interactions leading to the criss-cross assembly depicted in Fig 2b. 
Experimental
To a solution of 2-(chloromethyl)-benzo-thiazole (0.5 g, 0.0027 mol) and (5-chloro-2-hydroxyphenyl)(phenyl)methanone (0.0027 mol) in dry THF, dry potassium carbonate (0.38 g, 0.0027 mol) was added and stirred at room temperature. The reaction mixture was concentrated to remove the solvent, diluted with ethyl acetate, washed with water, brine solution and dried over anhydrous sodium sulfate. The organic layer was concentrated to yield a residue which was purified by column chromatography using ethyl acetate and n-hexane as eluent (7:3, Rf = 0.68) to afford as a white solid product (Yield 70.8%; m. p. 403 (2) K).Suitable crystals for single-crystal X-ray study were obtained by slow evaporation crystallization from ethanol solvent at room temperature.
Refinement
All H atoms were positioned geometrically and refined using a riding model with U iso (H)= 1.2 U eq (C). The space group might be considered as Pbca only on average, since there are many violations of the a glide condition. This may be the reason for some Fo-Fc discrepancies. Refinement in lower symmetry groups, however, did not improve the results. where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.66 e Å −3 Δρ min = −0.33 e Å −3 Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Computing details

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq S1 0.34601 (15) 0.06802 (6) Geometric parameters (Å, º) S1-C1 1.731 (4) C13-H13 0.9500 S1-C7 1.750 (4) C9-C10 1.389 (6) Cl1-C12 1.747 (4) C19-C18 1.377 (7) O1-C9 1.370 (5) C19-C20 1.396 (7) O1-C8 1.422 (5) C19-H19 0.9500 N1-C7 1.288 (5) C10-C11 1.383 (6) N1-C6 1.389 (5) C10-H10 0.9500 C6-C5 1.397 (6) C18-H18 0.9500 C6-C1 1.402 (6) C11-C12 1.377 (6) C7-C8 1.494 (6) C11-H11 0.9500 C8-H8A 0.9900 C1-C2 1.397 (6) C8-H8B 0.9900 C20-C21 1.371 (6) O2-C15 1.223 (5) C20-H20 0.9500 C14-C13 1.388 (6) C5-C4 1.386 (6) C14-C9 1.411 (6) C5-H5 0.9500 C14-C15 1.500 (6) C4-C3 1.390 (7) C15-C16 1.480 (6) C4-H4 0.9500 C16-C17 1.394 (6) C21-H21 0.9500 C16-C21 1.399 (6) C2-C3 1.372 (7) C17-C18 1.383 (6) C2-H2 0.9500 C17-H17 0.9500 C3-H3 0.9500 C13-C12 1.382 (6) 
